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Table 1. Major genes controlling sex expression in Cucumis sativus
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Fig. 1. Detection of CsACS1G gene in 27 commercial cucumber varieties
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Study on the Application of ACC
Synthase(CsACS1G) Molecular Marker Assisted

. . . 1
Breeding in Gynoecious Cucumber

Chen, K. H. and A. H. Yang2

Abstract

27 Taiwan’s commercial cucumber varieties were used to examine the relationship between
the sex expression and CsACS1G gene contents. The results showed that the A07 and C03 were
gynoecious, B06, BO7 and B11 were sub-gynoecious, while all the A07, B06, B07, B11 and C03
contain the CsACs1G gene. The sex separated progeny from the cross B06 x C06 and B07 x C06
were employed to study the CsACS1G gene related to the sex expression of cucumber. The results
showed that the ratio of gynoecious plants to tested progeny plants and containing CsACslG
plants to tested progeny plants in the F, hybrids, respectively, were 26/47 to 10/47 and 23/38 to
7/38, in the Fs; progenies progeny as 38/49 to 11/49 and 31/50 to 7/50 and in the Fs, as following
39/50 to 5/50 and 35/49 to 8/49. In fact, all the gynoecious plants contains the CsACS1G gene.
Key words: Cucumber, Gynoecious, Monoecious
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