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Fig. 1. PCR products of internal transcribed spacer of nuclear ribosomal DNA. Lanes 1
and 4 represent maternal parent (Ascocenda John De Biase "Blue") and paternal
parent (Phalaenopsis Chih Shang's Stripes), respectively. Lanes 2 and 3 represent
F, hybrids. Lane 5: negative control. M:100 bp DNA ladder marker.
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Fig. 2. PCR-RFLP analysis of internal transcribed spacer of nuclear
ribosomal DNA PCR product for each sample was cut by Alul
restriction enzyme. Lanes 1, 12, 23 and 11, 22, 33 represent
maternal parent (Ascocenda John De Biase "Blue") and paternal
parent (Phalaenopsis Chih Shang's Stripes), respectively. Lanes
2-10, 13-21, 24-32 represent F¢ hybrids. M: 100 bp DNA ladder
marker.
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Fig. 3. PCR products for the trnL intron of chloroplast DNA. Lanes 1 and 4
represent maternal parent (Ascocenda John De Biase "Blue"),
paternal parent (Phalaenopsis Chih Shang's Stripes), respectively.
Lanes 2-3 represent F1 hybrids. Lane 5: negative control M: 100 bp
DNA ladder marker.
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Fig. 4. PCR-RFLP analysis of trnL intron of chloroplast DNA for each

sample was cut by Taqgl restriction enzyme. Lanes 1, 12, 23 and 11,
22, 33 represent maternal parent (Ascocenda John De Biase
"Blue") and paternal parent (Phalaenopsis Chih Shang's Stripes),
respectively. Lanes 2-10, 13-21, 24-32 represent F4 hybrids. M:
100 bp DNA ladder marker.
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