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Arginine (R) » Serine (S)#& 48 ] [H]5E (Back
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Glutamic acid (E) > Phenyl alanine (F) »

Histidine (H) » Lysine (K) > Asparagine
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W FEFEERI A (Reverse » BI5 Ui
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F# LISMSAEYE (Sequence Manipulation
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5 | FHERE > 8 IIMeCLIE & & m]
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