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Application of Molecular Marker Technology in Resistant Gene Screening
of Verticillium wilt

WANG Yan
( Key Laboratory for Silviculture and Conservation of Education Ministry Beijing Forestry University Beijing 100083 China)

Abstract: Verticillium wilt caused by Verticillium dahliae is widespread biological disaster and there is
still lack of fundamental measures to control the disease. Breeding of disease resistant varieties is consid—
ered as the most cost-effective way of the disease control. Over the last few years molecular marker tech—
nology has developed considerably which provides a new idea to guide the disaster resistant breeding.

The advantages and disadvantages of the variety of molecular markers as well as application status of mo—
lecular marker technology in the use of Verticillium wilt resistant gene screening have been elaborated.
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