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B & 74 72 ;2 (Agrobacterium- mediated transformation)
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. PEA %
© 4-4DNA

2. % & ps#4aF i (polymerase chain reaction, PCR) 4 7
3.9 PPCR (real-time PCR ).

4.4 ¥ & 7 (Microarrays)

© 4+ #RNA franscripts

1. RT-PCR; 2. Real-time PCR
3. Northern blotting; 4. Microarrays
« v E=x:
1. p% % i % 4 # =it 4 172 (Enzyme-linked immunosorbent assay,
ELISA)
2. ¥ %7 H ik (Strip)
3.7 3 & q,h/n\ #7:% (Western blotting)
4. 2 # & 7 (Microarrays)
B. BT ?‘-% r’ﬂ('%)}}%%)
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( Papaya ring spot virus coat protein gene, PRSV CP gene )

2HEEFRANRBRSZ ARGERIES R A FIEE AR
( Papaya ring spot virus coat protein gene, PRSV CP gene ;
papaya leaf distortion mosaic virus, PLDMV
~PY16-CP gene)
TPY10-4 -~ TPY12-4 - TPY14-1%- %
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After 25 cyeles, the target sequence has
been amplified abouat 10% -fold.
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p-Nitrophenyl B-p-glucuronide B-p-Glucurome acid p-Nitrophenol
(ZNPQG) (vellow color)
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> GMif 57 5 1 5 - 8 L4t 4 Hlae kAR
(glyphosate) ~ A 3 (glufosinate) ~ B i Ak % % (sulfonylurea)
% Bromoxynil % #gcnGMH 7= 5 ¥ — #F 5 4 fdedpiie p
T B % o 2 F 4E(Ostrinia nubllalls) FIGMA 7= -

P

» O 3BERMILEE chGMth - 1% 4 > 4= & : T304-40(0% -
1% ~ 10%) ~ GHB119(0% -~ 1% ~ 10%) % 281-24-236x3006-
210-23(0% ~ 1% ~ 10% -~ 98%)

> ML p B 5 B~ (Smart LabAsist-16) % B~DNA > fiz & & P
o4 2 GMH = R & pe4s & J& (Real-time polymerase
chain reaction » f§ fiReal-time PCR ) #:ip| > /= 2 Baeumler %
L (2014) 3 & eh E o & AT B - F 7k Fl(house-
keeping gene) 2 & 2L ]/ 7|31 3 > 12 (7 GMH} =T304-40
GHB119% 281-24-236x3006-210-2357PCR T_}+ # iP| = % 335
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iﬂaii"ﬁ’fﬁ- PCRZ_ R B\ Fpir2 & =

> e 752 % 4R 5 T304-40(0% ~ 1% ~ 10%) -
GHB119(0% - 1% ~ 10%)

AdhC
T304-40 GHB119
1%  10% blank M 0% 1%

0%

10% blank M

73b 73bp

T304-40 Event system GHB119 Event system
T304-40 GHB119

0% 1% 10% blank ™M 0% 1% 10% blank ™M

L -




& Fleeid i {SPCRTNE e RIP w2 & =

>t -2 B OF R &5281-24-236 x 3006-210-23(0% ~ 1% ~
10% ~ 98%)

SAH7
281-24-236 X 3006-210-23

1% 10%

blank M

98%

M 0%

ek

115 bp

281-24-236 Eventsystem 3006-210-23 Eventsystem

281-24-236X 3006-210-23 281-24-236 X 3006-210-23
M
Bk

0% 1% 10% 98% blank M 0% 1% 10% 98% blank

111 bp [
N 90 bp
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23 45 678M 9101112 1314 1516

1 2345 67 89 10111213 1415 ]ﬂ;ﬁgé 3136“%2(:* CK, GM-, GM+, & #£1-5, g SAH7 gene (115-123bp)

23 45 678 M9 10 1112 13 141516

Lanel-8 GHB+ CK, GM-, GM+, & #k1-5,
Lane9-16 T304

1-5 AdHC, 6-85AH, 9-11 GHB, 12-14 T304

1 2 3 45

1 2345 6 78 M 910111213141516

f ]
= R
1-3 281, 4-6 3006

Lanel-8 281+ CK, GM-, GM+, & #%1-5,
Lane9-16 3006

281-24-236 (111bp)

|

AdHC-GHBI119 (73bp) AdHC-T304-40 (73bp) GHB119 (90bp)

38 8 CK | GM 1 2 3 4 5
SAH7 gene + | + + + B -+
#4753 (281-24-236) - + + - — EE +
L %36(3006-210-23) | — - - - - - +
AdHC gene + + - + | + - +

$#38 HIR(GHB119) — + — - 1
7% % 0R (T304-40) = | ~+ — + — — —

ETE

(DE #4550 | SR g 5 A R 3 # jc DNA -
(2)F #htk ob 2 Sh4k i 2K B #4548 8 DNA »

(4)F 16K & 4 A A5 B 4 78 4% 7€ DNA -
(5)E #4656 5 4 H & B A48 £ DNA »

# 5

M S5 IR & 281-24-236 & 3006-210-23

& 5 5% 38 By T304-40
()| KL 3 kg A AL DNA -
7 LR S GHB119 -

5

L IR A 281-24-236 A& 3006-210-23 -
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crylAc EQr
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https://www.youtube.com/watch?v=-UgR_ NESSM
https://www.youtube.com/watch?v=L7gnY_GqytM
https://www.youtube.com/watch?v=4m6yrrcK8VA

http://open.163.com/movie/2016/5/4/1/MBNDHLONL MBNHP7C41.html
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https://www.youtube.com/watch?v=zEbpvB-|794

https://www.youtube.com/watch?v=LVqVgnyTg4l
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