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Table 1. Result of polymerase chain reaction with DNA templates prepared from various poinsettia cultivars by using

phytoplasma-universal primer 1/ rl

No. Cultivar' Imported area Sample number ~ PCR result® Remark
1 Randomly selected from
imported seedlings U.S.A. 2 +-
2 Randomly selected from
imported seedlings Italy 3 +
3 Peterstar {1522 U.S. A 25 + Propagated by local farmer
4 Winter Rose BEFLECIE U.S. A. 7 + Propagated by local farmer
5 Red Velveteen ALAH#H U.S. A 7 + Propagated by local farmer
6 Pepride Marble % 5 {55 U.S.A. 7 + Propagated by local farmer
7 Pepride Red #LE1{ZF] U.S. A 12 + Propagated by local farmer
8 Pepride White H (A {7 U.S. A 7 + Propagated by local farmer
9 Red Velvet K HBf# U.S. A 26 + Propagated by local farmer
10 Prestige BLZ U.S. A 7 + Propagated by local farmer
11 Red Splendor Y& U.S. A. 12 + Propagated by local farmer
12 Lemon Snow 155§ Germany 6 + Propagated by local farmer
13 Monet A U.S. A 4 + Propagated by local farmer
14 Gaodang =it unknown 5 + Propagated by local farmer

' No. 1 and no. 2 samples were randomly selected from imported seedlings by Bureau of Animal and Plant Health Inspection and

Quarantine and the cultivar names are unknown.
* +: PCR product about 650 bp in size was amplified
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Fig. 1. Polymerase chain reaction (PCR)-product
amplified with primer pair f1/ r1 using DNA templates
prepared from: lanes 1-6, poinsettia variety Peterstar,
Winter Rose, Red Velveteen, Pepride Marble, Pepride
Red, Pepride White; lane 7, peanut witches' broom as
positive control; lane 8, water control. M, 100 bp DNA
ladder (Bayou Biolabs, LA) as molecular weight
standards. Size (in bp) of PCR products is shown on the
left.
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ABSTRACT

Chen, W. Y. ', Chou, H. P.%, Chen, Y. J.?, and Lin, C. P."* 2007. The detection and identification of the
poinsettia branch-inducing phytoplasma from various poinsettia cultivars in Taiwan. Plant Pathol.

Bull. 16: 47-50. (' Department of Plant Pathology and Microbiology, National Taiwan University,

Taipei, Taiwan 106, R. O. C.; *Bureau of Animal and Plant Health Inspection and Quarantine, Taipei,
Taiwan 100, R. O. C.; *Corresponding author, E-mail: cplin@ntu.edu.tw; Fax: +886-2-23661980)

The poinsettia, Euphorbia pulcherrima Willd., is one of the best selling floricultural crops

worldwide. The free-branching morphotype of poinsettia can be induced by poinsettia branch-

inducing phytoplasma which is classified phylogenetically in subgroup 16SrIII-H of the X-disease

group (16S1III). The interactions between the phytoplasma and poinsettia result in dwarfing and

moderate branching growth habit, which happens to be a desirable trait for poinsettia growers. This

study examined the samples of imported and local poinsettia seedlings for the existence of

phytoplasma by polymerase chain reaction (PCR)-based method using the primer pair f1/ rl. The

PCR products of about 650 bp in size were amplified from all of the fourteen different poinsettia

cultivars that were collected from various farms or imported from different countries, indicating that
all of the samples tested were affected by phytoplasma. The 16S rDNA, 16S5-23S rDNA spacer and
partial 23S rDNA sequences of these phytoplasma isolates were amplified with PCR by using primers
P1/ P7 or Pof/ Por, and then cloned, sequenced and aligned on NCBI by BLAST program. The 16S
rDNA, 16S-23S rDNA spacer and partial 23S rDNA sequences amplified from eight randomly
selected samples from the fourteen isolates share 99% identity with that of poinsettia branch-inducing
phytoplasma (GenBank accession no. AF190223). The results showed that the poinsettia branch-

inducing phytoplasma exists in all samples of poinsettia cultivars examined in this study.

Key words: phytoplasma subgroup 16SrIII-H, poinsettia, poinsettia branch-inducing phytoplasma



