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7€ 2011 FE5fdG » RERERIVEEHmRE (AT 0 2013) - HEECEHEY
30 FERY FEEmiE BKE 1 5% (BF) " e wi i e IPET RS » Gk
A]ZE 30~40%(Chung et al., 2019) » {1 i SR R > S amfd 2 s B /K e (
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Fig. 1. Symptoms of strawberry leaf blight and conidia morphology of the causal agent. (A)
Severe symptoms of leaf blight. (B) Symptoms on leaves. (C) Symptoms on the fruit. (D)
Morphology of conidia.
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Fig. 2. Maximum likelihood phylogenetic trees based on single ITS, TEF, TUB2 and LSU

genes of Neopestalotiopsis spp.
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Fo— ~ TEMREE (ML2147) ZRFFHIY NCBL &R EELE 2 4553
Table 1. Result of leaf blight genes sequences blast against the NCBI database

gene/region species name identity ~ e-value  coverage

ITS
Neopestalotiopsis rosae CBS 101057 100.00% 0 100%
Neopestalotiopsis mesopotamica CBS 336.86 99.79% 0 100%
Neopestalotiopsis acrostichi MELUCC 17-1754 99.79% 0 100%

LSU
Neopestalotiopsis rosae CBS 101057 100.00% 0 100%
Neopestalotiopsis mesopotamica CBS 336.86 100.00% 0 100%
Neopestalotiopsis aotearoa CBS 367,54 99.88% 0 100%

IEF
Neopestalotiopsis rosae strain CBS 101057 100.00% 0 100%
Neopestalotiopsis petila isolate MELUCC 17-1737 99.79% 0 100%
Neopestalotiopsis aotearoa strain CBS 367.54 99.79% 0 100%

B2
Neopestalotiopsis rosae strain CBS 101057 100.00% 0 100%
Neopestalotiopsis javaensis strain CBS 257.31 100.00% 0 100%
Neopestalotiopsis eucalypticola strain CBS 264 37 100.00% 0 100%

T~ TR A R U AR
B BRI R A RGNS - R ER 2 PR KARURE (ECy)
SERANE =R > AESERIT - KBS ELEC,, BUEZ SEEE A& - &yl
GERI oy Ry =BF
|, RS AR B BB 5] > B BC, JEREAR 1~10 wo/ml 2R - A5
FRAEEEE « [T - EEEASE - e A O E B A o
2. HEIRE 4R & B o I 2 &8 » 2 BCs, JREE TR 10~100 1 g/mL Z ]
BERE -
3. HEIRE SRR R BRI S8R L ECyp JREEARY 500 1 g/mL » B E it
= -
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Fig. 3. Half-maximal inhibitory concentration (ECyy) of fungicides to the pathogen of

strawberry leaf blight based on the inhibition rate of mycelial growth.
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Fig. 4. The susceptibility of different strawberry cultivars to leaf blight.
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Emerging strawberry disease-identification of
leaf blight pathogen and evaluation of control
methods

Pei-Che Chung*', Hung-Yi Wu’, Shih-Jhu Jiang', Chi-Yun Tsai’

! Miaoli District Agricultural Research and Extension Station, Council of Agriculture, Executive Yuan

: Department of Plant Pathology and Microbiology, National Taiwan University.

ABSTRACT

Strawberry is a high economic value crop with 3,000,000 NTD per hectare in average
value. In recent years, the major strawberry cultivar has changed from ‘Taoyuan No. 1’ to
‘Xiang-Shui’. Although this cultivar is more tolerance to anthracnose disease, the emerging
disease "leaf blight" become more severe. It could infect strawberry leaves, runners,
crowns and fruits, and caused up to 30% plant death in severe cases. In this study, we used
the sequences of ITS (internal transcribed spacer region), B-tubulin 2 (TUB?2), translation
elongation factor 1 alpha (TEF-1a) and LSU (large subunit of the ntRNA region) form
the pathogen of leaf blight to blast against NCBI database. All genes have 100% identity
to Neopestalotiopsis rosae CBS101057. In addition, based on phylogenetic analysis of
single genes, the TEF and TUB2 genes have higher resolution in the phylogenetic tree. In
the part of testing fungicide sensitivity, leaf blight pathogen also have high sensitivity to
several fungicides used for control strawberry anthracnose, but some strobilurin fungicides
have lower sensitivity. In the part of inoculation result, ‘Taoyuan No. 1’ and ‘Miaoli No.
1’ are resistant to the leaf blight disease, but the major strawberry cultivar ‘Xiang-Shui’
is susceptible. Therefore, in addition to use higher sensitive fungicides, breeding resistant

cultivars is also an economical and effective method to control this disease.

Keywords: phylogenetic analysis ~ fungicide test ~ breeding resistant cultivars
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