DRSNS AR EKEH miE 2 E6
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TBIREEZE S S ER RN RS
2 BN SR L
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AWFEA A TR SEE B S Rl BRSNS (B R R Rk B AHRH
ZBEMEIRE L 2 /K R » DLERIES [HERY H A/KRS anfl #o'e” BBl - R
O EEA U - s T > EREFORERENEE > RIEF T
SECH BN S R > LU B 67 5 H RFIREEA Ky DNA 73 TG EE TR
B MET RO B R B EEEA L /KRE IR H R SRR N E A #OE
S H— (SRR I = E A KRS AT - (BB R R By #o
7K e > EEEIRE O AR LAERYEAY - BLAN - AR 8 (O AT
[ER 2 2RO E A2 5 > #E— P LRSI R 751 (Simple sequence repeat)
LRS- BB HERETE 6 FRALEHGATE LY ¢GCR6 FEATIARAE] -
P FH O AT R 2 Fas K Faa [B132 B AC R ME R ENL RS > 7 TORER
YEREIE KRNI - R EADRBOEEE gGCR6 FANEAEALHG 6 KB HYE
Ui o> ¥ fes SNP2171 B SNP2215 Zfi] > LM F—Fx 43.9 kb HYZLtOfgla ] -
A ER YRR B ARG -
BRfET : RECK - TS E BRI  SREORERENL -

Example of Molecular-As- This study uses molecular marker-
sisted Technology for Devel-  assisted breeding techniques to develop
oping High-Quality Rice Vari- and select rice varieties with quantitative
eties trait loci related to excellent rice taste
Rong-Kuen Chen, Yann-Rong Lin, quality. Taking the Japanese rice variety
Sheng-Shan Wang ‘Koshihikari’ introduced to Taiwan as an
Tainan District Agricultural Researchand ~ example, it is sensitive to light cycles, re-
Extension Station, Council of Agricul- sulting in extremely early heading, de-
ture, Executive Yuan, Chiayi County, creased yield, and rice quality. Therefore,
611002 Taiwan R. O. C. molecular marker-assisted backcross
breeding techniques were used to select
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for foreground selection, and ‘Koshihi-
kari’ background selection was carried
out to introduce the photoperiod insensi-
tivity gene from Taiwanese rice varieties
into ‘Koshihikari’. This resulted in a new
rice variety with a heading and flowering
period similar to that of Taiwanese rice
varieties, but with a genetic background
mostly derived from ‘Koshihikari’,
achieving the goal of localizing ‘Koshihi-
kari’. In addition, the difference in rice
glossiness between 8 ‘Koshihikari’ near-
isogenic lines was further compared by
SSR polymorphic markers, and a signifi-
cant difference was found at the ¢gGCR6
locus on the short arm of chromosome 6
in the genetic map. Using F23 and F34
backcross selfing lines of ‘Koshihikari’
near-isogenic lines as a mapping popula-
tion, rice glossiness and genotype analy-
sis were carried out, and the gGCRG6 locus
for rice glossiness was finally located be-
tween the molecular markers SNP2171
and SNP2215 on the distal end of chro-
mosome 6, a 43.9 kb chromosome inter-
val that can be further applied to improve
the quality of rice for consumption.
Keywords: High-quality rice varieties,
Molecular-assisted technol-
ogy, Genetic mapping of
cooked rice glossiness.
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L AR - A RCRAVHETEES - DIAIE
RIFEBERE N 2 SHEVE - £
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(Mikami et al. 2008; Isshiki et al. 2008;
Tran et al. 2011) » {Ht 5 EHMHTZETE
o KEMEER/NE o o AR
JEMEELREE S (Takeuchi ef al. 2006;
Lou ef al. 2009) - g MEELREE (ALK)
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(Zhenyu et al. 2003) » 40 » HAEDE
i 2 (8 BBk QTL RITEMLRES 3 &
O EE ERE 6 AT L
(Takeuchi et al. 2008) » [ ELKERRE
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g (Wang ef al. 2017) - 2012 =R
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AR [T BB P DA 7158 XE (i S By 8
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Mackill 2008) - Fij 5 2R AR ALY
DR ME o F AR e S BB & B Y 77 15
el F Rl PR - T LB A —{EE2
HERMBEARAY AR - T HERINERTE
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BN 2 PRGN & MR iE
AR BEIOE A H &R Y2 A
BPSRETE » &y T BTy
BHIRER - 5 67 5t H Rl
(hd6, hdl, ehdl) &{F DNA 41
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% 1. KAGELRL 67 % - MOEREERT 16 BE 2 HERINBIMEIR ST
AR EHR  EAR AR e

SRR anfdE

(%) (%) (%) (mm) (mm)
EE 675 123 8.2 14,52 479" 2.892
—HAfE
1} 520 2.1° 21" 4.882 2.60°
2010 it
=16 58 50° 1.3° 1.9° 4.88% 2710
=HE 67 58 11.4° 1892 2.1 461° 2.852
—HAE .
il 3.8° 09° 1.2° 4.98° 2.802
2011
=7 16 58 3.9°b 26" 09° 481" 2.842

" Values of same column followed by the same letter are not significantly different at 5
% level of least square difference test.

% 2. MO 8 (E R EIR S 2 BRI &

DTH- PH.- PN SPP- GF - GW - PC - GCR.

Line~
days. cme no.« no.. Yoo g- Yor score-

TNGG7s 8010.0¢ 10609+20¢ 11.4+1.1¢123.1£3.105.7+00¢ 26.5+0.5+< 69+02¢ 545+22¢
Koshihikari 74+1.0¢ 97.8+22¢ 106+1.12804+2 1+ 96.3+0.6¢ 242+ 03¢ T+0.3¢ 693+ 3.2+
85-1¢ 873+ 0.6+ 1142417+ 122+ 101081+ 6.6+97.4+ 0.5+ 257+09¢ 63202+ T43+20¢
86-196+< 847106+ 1119405+ 108+1.1¢1202+1.1¢097. 42 03¢ 270+05< 67+04¢ T25+30¢
86-269+< 84.3+06+ 109.520.3¢ 105+1.5°112.3+ 490973+ 04¢ 2709+1.0¢ 65+02¢ T42+13¢
86-331+ 87.7+06+« 1137211« 11.6+05°105+2.4¢ 07 4+0.3¢ 26.3+06+< 65+02¢ TOS5+22¢
87-111¢ 87.7+06< 1129413« 124+ 1 421062+ 5597+ 0.2¢ 26.7+0.5¢ 65203+ 6271209+
87-143+ 86306+« 1128207« 11.7+0.1,93.6+ 14206 0+ 0.7+ 2509+1.1+ 632049 678128
87-155~ 84100« 106+ 2.2« 12+ 0.6+ 99.8+2.7+ 96.9+0.3¢ 268205 65203+« 7T1.52x0.9¢

87-233+ 833+06+« 1047+0.3¢ 111207 101.7+ 0696 7+ 0.3¢ 250+04+ 65+05¢ 662+180

DTH day to heading, PH plant height, PN panicle number per plant, SPP spikelet number per panicle,
GF grain fertility, GW 1000 grain weight, PC protein content, GCR glossiness of cooked rice deter-
mined by Toyo-taste meter.
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186 | | | | | I 81.3+0.58
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